Actin

Tropomyosin Troponin

MUSCLE CONTRACTION
ZOOLOGY GENERAL

(Paper G-CC-T-04)

4th Semester

Submitted by- SANGITA BASAK
Department Of Zoology
Krishnath College, Berhampore

Scanned with CamScanner



g A RTAR ©F (Sarcotubular System) 2 STz Srga BAffe, wswm (Am <0
oI e APy | ol riniENT @by (Sarcoplasmic reticulum) G4 T ©F (T system)

werEed A |

T iR O _ Iband = | I band
s . 1 Abfmd |
| Z disc H zone |H disc|
S 71&_ . | M |line

l =
{ Inio
: B 1.29 & STARIHERER o7 |
i, ARTIEEE @BfFCaAm (Sarcoplasmic reticulum) & JARCIAE (coif I FABIAE)

mﬁwﬁw@w%m@%nwﬁwﬁwﬁ@@m@aﬂﬁmﬁ@?e siroet F B

Scanned with CamScanner



(sheet) LT S | 41 JCT RIS (myofibril)-a# AT wHHfifad ©ita e w0 | g e, |
Sr¥sfS A band @ 1 band S FCAERTEA S8 BB 9199 (Terminal cisternae) 5139 T |

Q% Sy SEAPTHAA (C.'llicquoslrin) AT 9T AT (A A 71 et e 3wy
TE | Qe SR NG G e HS A | | '

ii. T-%% (T-system) & FIRCICEN (CARITIM #l) it Srasie 2SI Afd 20 @ FoM o |
16 71 TN O Transverse tubule A T-tubule AT | T-tubules 4 coriBers 2dm BromfE ey |

W IR A W) AU S SAFS ST AR 32 (Exctra cellular space) | afre @ C‘?fﬁr\:“'x;[
T ATy SRS X ©Y8 (N WY @A [T T A | T-tubule G ] ©f Tx ﬁmsrwafimmmmﬁ}
SRR et RO =t Q-1 @ A, Ui 2ASBTS GG (Triad) 9071 | @2 Ty G2=ifbE = T-syste:n} ‘
T-system FRCICE WA Rge a0 @b @rent it T Ream qo (@FHRe wrg AT

Wi. QIR :ﬁa’(;%iﬁ; mﬁmﬁw @ﬁﬁ‘@ﬁ'ﬁlﬁ'{ i) ﬁ@ﬁ@?\’ (Transverse Tubule) '@ BififrE Frses;

1.B5 i JACHEER TefRs @ e B (Molecu

Chemical Basis of Muscle Contraction) = da WU

HCIIO! i @It s [{fen ewm sh cefon =g srwsfat, Rfew ammafae I o o |

“TEiiRe S g3 el [y e a9 e eift sk w6

(@) TSI 5199 (Formation of Crossbridge) ¢ (¥ ATIow I ¥ (Pife Qs e |
TEAET T2, {37 Faorohve SpRita TEIEs 4@ RAGE (binding site) AT HIE T T30
(Cross bridge) 7o FCA | SYIFF 8 NEFAT G2 2P Srssidat w2 Cross bridge 516+ BHIFICL ToTe
T | GF FAAIG 53 @ | 2ol b TR e =, T AT HFHS 27 (Z line 46 gl
w1tA, % A band A0 WARAES AE) IRFH T, FHA TEF (TF € 2¥ (detachment)
AT AT TEF0 A FFAiarea Al € 2| G2 TS I TS (ARog IRk GFB T4 (force)
G AEA (movement) B FH | PO ;2 i L e T I

FHAAIG 4 AN SO AMAOTHT weeFFm Freiffe o @ied (Reseiei|) <@ = e o
TAMIER AR (binding site), GITAMIIRT @ GTAfAA I (Tnl) 7=l SRS A | A e
7o A% zte1 9% o3 WG AU | .

2 fFat Rez 3]1% (Formation of Action Potential) $ 351 (=¥ (o, forery formt fRsq Teoid
FACS AT 71 | (FET AYOFRS (GO WS (AR @IT 67 9 (26 (motor end plate) sioq I3 |
TP GO A @b 9 (2th WIFGRAIRR (acetylcholine) R[S FTT ¢ ©IF #H{Te ST
fa®3 (End plate potential) 3% FCz 1 | '

T¥ End plate potential A& (AMTIITHR TS BT <ITg, fFmada W v fem frea ;Iﬁ’: Tl

(@) Iyttt Sy ca?t ‘{@ (Release of Ca?t) $ (+if¥ cemifies famt feq mmﬁ@ﬁw
©ERS, T-tubule N 2AITS 2 | ©F 21T T-tubule 74T Triad o I RTINS el
PSRRI (AT | Triad @7 (GTITE ©IRZRUG! #I12faf 2z (dihydrophyridine receptor) (DHPK)
3 GH2PR CSIFBG (BT (Voltage gated) EAREIN A (Ca?*) BITAST G O AT MRCAIGRA W‘I
ryanodine receptor (RyR) I 43&@1H 901G (41I6€ (Ligand gated) TR S BICH WW%

T4 7 fAwq DHPR ¢a 990 (Mg O34 OF am@ajfél (DHPR), RyR-(d & P | F
AR AGTIT SFRIBS (SR) &SR $RoRM (A Frefmm wEa (Ca') 4fF s R 1
=, T (off¥l (ITT i SEead (Ca2t) olleg 3« ) » 2

lar and

Scanned with CamScanner




@S wf¥e sss i 8 IHTRT ARTEF (Other Molecular Interaction and Chemi-

cal Changes) RTINS AR St W@l ST (Ca2*) 9i6Y (Concentration)
1 AT TCIAIREE O I (AR MR (relexed) @it | A GBI Ca?* @ A6 T kU
o, AR el (3 RrAies e Gttt sicet 7g Gresife Boewea (TnC) ATl
o 7| ¥ @eFRRRS, QIR 1w Gt T Seiaw e 2 st A Afwrer PE
G W ©i e R (e gDl 3w, rmmmsﬁﬂ s ey R A
- giafe wgEfE TE I

B ARTOTT TR Wi '\‘ﬂ‘i & e SR 0 S (interaction) w15, T 4T T @R
To AT FERRIN S (Ca*) GIEAINA C (TnC) 7 0ol T ANE o+l Fo1ata bSIFIA THTT 4T |

Raeaw o Re RFtrthes Swibm wg 196, 9 94 ADP € 4% oY St FTAwd
(i) T & U GR fRA RECTT Yot S 3fvet 90° iTet Wi 70|

TR S 0 TS ST (@ (AT GG S 7 AT IE 0T cross bridge 5184 F | A
%9 (R ADP Y G WS T (Pi) AZIAGTT IF 20| ADP <k Pi-aq Ryfed w1 waitm
IO 7 sifaea (conforgnation change) 95, &t (S2 region) 3% TEFL 45° (FIT G103 LT | ATHCIZ X
&= A R Feik-ag et Gl 2| 75y IR el wine el Sqg el it 4 |
IR <R 7T ST WA o cﬁ‘mﬂmﬁﬂw WW(‘?W‘M&@I—W 4% 2 AEEA
(movemet)-(¥" power stroke J(= |
| ARSI ATP, WWWW@,WWWW cﬂwﬁg—wlmﬁa
TTF ATPase Gl%H FAF6 ATP-(F ADP €% (Pi)-q WEREES 6, T ol mmﬁaw
Aol TF 2| O (ROEeiteT, Gesw =% RIRIEC TEE <15 5% aTS (conformational change) <R
oIE fieg SRR (90°) 403 TS, Wmmﬁwm Wﬁmmmﬁmwn CER) (5
F721@ bF (cross bridge cycle) W"L‘f TRII L6 7 ;

FCAI6A 2P bl s e |
2% AT, I Ca®' @ ATP
Rl AfFAT S

T T ATP—xﬂa'vm
TT ST FA oA (ATF
AR s

f6a 1.30 & (A EPIOTT e

Scanned with CamScanner



o i TRATIETY e AR Ca2* O Toiffe <l @3 A0 #Afwiee ATP #teqt gy |
w@aww%@ma?mmmﬁama@wmwmﬁaﬁwmwmﬁ
T IR WA I SRR SFAREA (AR Herptva o | 2ifs {4 ResAS 2 5000 MiBE
A, R T HCPHADICE. SR AT GILITS 5 A 39 e 5T TS WOl |
afs power stroke-& NIRRT &AW 10 nm WG "Ff@ W@fgﬁi 2, ﬁ"ﬁeﬂ:\' coAfeiTe Wﬁ?f%m
(end to end) 3g AT NIRRT TROYT | I3 &P FeHINET A AT FE ALCPIOT Gl
mmﬁa%maﬁmaﬁ@maﬁmﬁamwmqmmmmﬁ@
AR 7o (force) 1 =fF Beoiw w7 |
CIRITIT (R AT STRe CaBRASNBYS Ca?t, ATPase Wﬂ@m—mwm CQr@‘ Ca2*
memwwwlATP?WW@W%WSERC#WWW|
(ST TG Ca®* AT lipg (Concentratlon)W"’fﬁﬂT‘Tm CWWGWWWWW
TH, ¥ i R gm0
HJEEUCK WW(SIIdmg Fllament Theory) &‘-ﬁiﬂ’?ﬁ% AqiTe C"ﬁ;‘l?rﬁ'ém A
€ FEIHH© SIRIT I S W%WGN%WWWWMTWﬂWmﬁ
I 2F 9T Rfe WWWWWNWWHWWMWWNW
R ﬁwﬁmamamﬂﬁlﬁmwcwmm Wmmﬁ—m
) mcﬁﬁwwﬁ@wmw%ﬁwmﬁmw@wwwmwmﬁ
AT 9T FTE AMOET AR (AF Na* @ Ca2t cﬁﬁwﬁmmwn Ca?* , ATPase BB
HAleTe! I T Al ATP-@%M@@W%W(@WI St
ATP + H,0 -ATPase, App 4 pj + =f . '
) chwﬁﬁﬁwﬁewwﬁa%mawm«mmﬁmm (Elec-
trostatic chmge)mmmwwm WWWNWWWWI
T T ACAFRETETT AR 0 297 #7932 (IR Ao <03 |
@ CfroYR fEOTa Ca?* ARIPIAT TRIRIT ATPase FFT AN | ARG T R A7
(Relaxing Factor) @It Al Ca?*-«7 AT T ZLH WA SIS SR 0 WG | @77 0o ATPase
TOHLT AT ZFT AN @R ATP (A *ifE Foform 3 2 % | il @ Mo Reanmss w0 @
. EIEPOITS S 5if grafie o wwaiEe gu | g7 w0 A s et s wefie coifd epife =
\ a%wﬁ? Walk-alongw B2 (AR, AL W{ﬁasmmm ﬂﬁfﬁm :

\

Scanned with CamScanner



